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SI-1: SEM images of MOSF. 
 
 
 SI-2: Predicted peptides generation from sequential mechanism: the bulk concentration of generated 
peptides (S1) plotted as a function of time. The parameter values in this instance are E =1, Sn0 = 1, 
k2/KM = 1 and n = 7. 
 
 
 
 
 SI-3: Peptides identified from the in-nanospace and in-solution digestion of myoglobin 
 
Peptides identified from the 30min in-nanospace digestion of myoglobin 
 
observed m/z number of miss cleavage sites start-end sequence 
708.4 0 52-57 TEAEMK 
735.0 1 98-103 HKIPIK 
748.5 0 135-140 ALELFR 
790.5 1 58-64 ASEDLKK 
941.5 1 147-154 YKELGFQG 
1086.6 1 49-57 HLKTEAEMK 
1271.7 0 33-43 LFTGHPETLEK 
1360.8 1 135-146 ALELFRNDIAAK 
1378.9 0 65-78 HGTVVLTALGGILK 
1502.7 0 120-134 HPGDFGADAQGAMTK 
1507.0 1 65-79 HGTVVLTALGGILKK 
1553.9 2 141-154 NDIAAKYKELGFQG 
1606.9 0 18-32 VEADIAGHGQEVLIR 
1652.0 2 135-148 ALELFRNDIAAKYK 
1661.9 1 33-46 LFTGHPETLEKFDK 
1854.0 1 81-97 GHHEAELKPLAQSHATK 
1858.0 3 49-64 HLKTEAEMKASEDLKK 
1885.1 0 104-119 YLEFISDAIIHVLHSK 
1937.1 2 33-48 LFTGHPETLEKFDKFK 
1982.1 2 80-97 KGHHEAELKPLAQSHATK 
2110.2 3 79-97 KKGHHEAELKPLAQSHATK 
2150.3 2 58-78 ASEDLKKHGTVVLTALGGILK 
2283.3 3 135-154 ALELFRNDIAAKYKELGFQG 
2601.5 2 98-119 HKIPIKYLEFISDAIIHVLHSK 
 
 
Peptides identified from the 30min in-solution digestion of myoglobin 
 
observed m/z number of miss cleavage sites start-end sequence 
748.5 0 135-140 ALELFR 
941.5 1 147-154 YKELGFQG 
1360.8 1 135-146 ALELFRNDIAAK 
1378.9 0 65-78 HGTVVLTALGGILK 
1854.0 1 81-97 GHHEAELKPLAQSHATK 
1937.1 2 33-48 LFTGHPETLEKFDKFK 
2283.3 3 135-154 ALELFRNDIAAKYKELGFQG 
 
Peptides identified from the 21h in-solution digestion of myoglobin 
 
observed m/z number of miss cleavage sites start-end sequence 
748.5 0 135-140 ALELFR 
941.5 1 147-154 YKELGFQG 
1086.6 1 49-57 HLKTEAEMK 
1271.7 0 33-43 LFTGHPETLEK 
1360.8 1 135-146 ALELFRNDIAAK 
1378.9 0 65-78 HGTVVLTALGGILK 
1507.0 1 65-79 HGTVVLTALGGILKK 
1553.9 2 141-154 NDIAAKYKELGFQG 
1606.9 0 18-32 VEADIAGHGQEVLIR 
1652.0 2 135-148 ALELFRNDIAAKYK 
1661.9 1 33-46 LFTGHPETLEKFDK 
1854.0 1 81-97 GHHEAELKPLAQSHATK 
1937.1 2 33-48 LFTGHPETLEKFDKFK 
1982.1 2 80-97 KGHHEAELKPLAQSHATK 
2283.3 3 135-154 ALELFRNDIAAKYKELGFQG 
 
